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%DE = 0.04 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =498 (296 +/202 -)
Overexpressed
# genes with fdr < 0.1 =388 ( 240 + / 148 _) 1 202018_s_at 272 2e-16 3e-13 11x4 lactotransferrin [Source:HGNC Symbol;Acc:HGNC:6720] 1 12.67  NULL 148 GSEA CZTURASHVILI_BREAST_DUCTAL_CARCINOMA_VS_DUCTAL_N(
) 2 1177  NULL 218 GSEA COMCBRYAN_PUBERTAL_BREAST_4_5WK_UP
# genes with fdr < 0.05 =266 (176 +/90 -) 2 202376_at 218 2e-16 3e-13 34x28 serpin family A member 3 [Source:HGNC Symbol:Acc:HGNC 3 1174  NULL 516 GSEA CZSMID_BREAST_CANCER_LUMINAL_B_DN
. 4 1112 NULL 53 GSEA CZTURASHVILI_BREAST_DUCTAL_CARCINOMA_VS_LOBULAR_|
# genes with fdr <0.01 = 158 (118 +/40 -) 3 203021a 213 2 ; ' ! 5 1 U
_ . e-16 3e-13 22x12 secretory leukocyte peptidase inhibitor [Source:HGNC Symb¢ 0.63  NULL 178 GSEA C2WU_CELL_MIGRATION
6 1022 NULL 27 GSEA CRICKMAN_HEAD_AND_NECK_CANCER_D
# genes in genesets = 13152 4 204259 at 226 2e-16 3e-13 6x3  matrix metallopeptidase 7 [Source:HGNC SymbobACGHGNC 9.68  NULL 608 GSEA CZSMID_BREAST_CANCER_BASAL_UP
8 925  NULL 512 GSEA CAWEST_ADRENOCORTICAL_TUMOR_DN
5 205272_s_at 2.15 2e-16 3e-13 41x10 proline rich protein Haelll subfamily 2 [Source:HGNC Symbol 9 9.07 NULL 248 GSEA C2JAEGER_METASTASIS_DN
<FC>=0 10 8.91 NULL 19 Referencd GGENESL_Salivary Gland
6  206018_at 223  2e-16 3e-13 6x32 forkhead box G1 [Source:HGNC Symbol:Acc:HGNC:3811] 11 875 NULL 35 GSEA CAJZONYI_RESPONSE_TO_LEUKOTRIENE_AND_THROMBIN
<t-score>=0.15 12 872  NULL 174 GSEA CIMCBRYAN_PUBERTAL_BREAST_3_4WK_UP
<p-value> = 0.27 7 206023_at 245  2e-16 3e-13 33x46 neuromedin U [Source:HGNC Symbol;Acc:HGNC:7859] 13 8.7 NULL n GSEA CZTURASHVILI_BREAST_LOBULAR_CARCINOMA_VS_DUCTAL |
p . 14 866  NULL 20 GSEA CAWONG_ENDMETRIUM_CANCER_UP
<fdr>=0.96 8 206639 x_at 249  2e-16 3e-13 21x19 histatin 1[S HGNC Symbol;Acc:HGNC:5283 15 856 NULL 453 GSEA CZONDER _CDH1_TARGETS_2_DN
= X . - - n ource:| 'MmDol;ACC: S
r ' == € © x 4 ! 16 851  NULL 51 GSEA CHUPER_BREAST_BASAL_VS_LUMINAL_DN
. 17 8.38 NULL 22 Referenc&/SQUERIEAS_Trachea_TF
9 206786_at 3.28 2e-16 3e-13 21x19 histatin 3 [Source:HGNC Symbol;Acc:HGNC:5284] 18 8.28 NULL 1799 Chromatiif §R8s naive cells peripheral blood_13_ReprPC
_ 19 827  NULL 412 GSEA CBOQUEST_STEM_CELL_CULTURED_VS_FRESH_UP
10 206835 at 3.38 2e-16 3e-13 41x 10 statherin [Source:HGNC Symbol;Acc:HGNC:11369] 20 8.23 NULL 169 GSEA CZWANG_CLASS_3_TRANSIENTLY_INDUCED_BY_EGF
11 207534 at 209  2e-16 3e-13 1x16 MAGE family member B1 [Source:HGNC Symbol:Acc:HGNC — Underexpressed
1 -8.52  NULL 6368 Colon CahaBointe_mucosa—position_kmeans_F_cecum colon_transverse ¢
12 209374_s_at  0.95 2e-16 3e-13 0x22 immunoglobulin heavy constant mu [Source:HGNC Symbol;A 2 -5.86 NULL 6839 Chromatiif §€€&8¢ naive cells peripheral blood_5_TxWk
3 -5.65 NULL 7957 Chromatiff eedieperipheral blood_2_TssAFInk
. ' 4 -55  NULL 282 Glioma WILLSCHER_GBM_Verhaak-PNwt & CL_up
212768_s_at . — — olfactomedin 4 [S :HGNC Symbol;Acc:HGNC:17190] - - -
POI‘tI‘aIt Regulated Metagenes 13 - 285 2e-16 Se-13 17x13 edin 4 [Source YMPOLACE ! 5 -5.29  NULL 8245 Chromatifiregidatory cells peripheral blood_2_TssAFInk
o - 6 -5.19  NULL 8200 Chromatimstaeeytes peripheral blood_2_TssAFink
50 —-. 14 213831_at -1.65 2e-16 3e-13 49x16 major histocompatibility complex, class I, DQ alpha 1 [Sourct 7 513  NULL 355 Referencs\SRJHatUresune system
8 -5.12  NULL 68 Referenc€Bigrsataives 2,1_Cytotoxic cells
40 | 15 214456 _x_at 2.7 2e-16 3e-13 34 x28 serum amyloid A2 [Source:HGNC Symbol;Acc:HGNC:10514] 9 -5.08 NULL 8208 Chromatif eedieperipheral blood_7_Enh
10 -5.06 NULL 102 Referenc\SRjniatEey B-cells
16 218830_at -133 2e-16 3e-13 37x33 ribosomal protein L26 like 1 [Source:HGNC SymbolAccHGN 11 -4.91  NULL 17 BP antigen processing and presentation of peptide or polysaccharide ¢
30 — * 12 -4.82  NULL 4528 Chromatiif €828 naive cells peripheral blood_4_Tx
17 221671 x at 081  1le-15 2e-11 0x3  immunoglobulin kappa constant [Source:HGNC Symbol;Acc:l 13 -4.81  NULL 1578 TF ICGC_GabpPor2_targets
14 -4.79  NULL 8431 Chromatiif §&8¢ naive cells peripheral blood_2_TssAFInk
20 _— - 15 -477  NULL 5716  ChromatiBses@peripheral blood_4_Tx
2094 -1 - - hi , ;
1 18 09480_at 1.72 2e-15 5e-11 49x 16 major histocompatibility complex, class Il, DQ beta 1 [Source: 16 475  NULL 18 cc MHC class Il protein complex
17 -4.73  NULL 833 Chr Chr 19
10 — 19 202286_s_at 1.98 4e-15 6e-11 22x12 tumor associated calcium signal transducer 2 [Source:HGNC 18 —464 NULL 12 Cancer HLA2_signature
19 -4.62  NULL 3564 TF ICGC_Tafl_targets
20 210397_at 1.97 7e-15 1e-09 34 x27 defensin beta 1 [Source:HGNC Symbol;Acc:HGNC:2766] 20 -4.61 NULL 4208 Chromatif eedigeperipheral blood_6_EnhG
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